Figure S1 ... (Genes and Dev).
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tasiRNA-5D2(-) RACE
RACE to detect tasiRNA-5D2(-) cleavage site was done as described in the material and methods section. cDNA was synthetized using a TAS3 specific gene (5'-AGAAAAACGTCAACTTCTTTAT). First round and nested PCR were performed using the adaptor specific primers (described in the main section) and TAS3-specific primers (5'-CTTCTTTATTGAATTTATGTC and 5'-AACCATACATCAATAACAAAC).
Contribution of the original atasiSUL reporter transgene and the endogenous TAS3 to the total amount of tasiRNA species found in the libraries.
To determine the contribution of the original atasiSUL reporter transgene and the endogenous TAS3 to the total amount of tasiRNA species found in the libraries we took in consideration the regions shown in Figure   S5B , which in the reporter constructs contain the sequence originating the atasiSUL. We first retrieved all reads that corresponded to these regions. Next we determined how many sequences could be specifically defined as originating from either the transgene or the endogenous TAS3. 
